Rhodococcus sp. WB1 is a polychlorinated biphenyl degrader which was isolated from contaminated soil in Zhejiang, China. Here, we present the complete genome sequence. The analysis of this genome indicated that a biphenyl-degrading gene cluster and several xenobiotic metabolism pathways are harbored. 
contained more than 10 xenobiotic metabolism pathways and 284 related genes, such as PCB degradation, nicotinate and nicotinamide metabolism, polycyclic aromatic hydrocarbon degradation, toluene and nitrotoluene degradation, and atrazine degradation. It suggested that WB1 is a potential metabolically versatile genus for persistent organic pollutants.
Accession number(s).
This whole-genome shotgun project has been deposited in DDBJ/ENA/GenBank under the accession numbers CP015529 (chromosome) and CP015530 (plasmid). The versions described in this paper are the first versions, CP015529.1 and CP015530.1.
